What is the project that really moves you at present? I basically have three projects currently. Firstly, I still spend a signifi cant part of my time thinking, talking and mentoring the people in my lab, where we study the mechanisms that govern chromosome segregation and genomic stability, and how this relates to tumorigenesis. Secondly, I am engaged in a project that started some 10 years ago, which has merged three institutes of the University of Porto into a large interdisciplinary research centre. The Institute for Research and Innovation in Health is now a reality that aims to contribute to solving some major health issues, like neurodegenerative diseases, host-pathogen interaction, and cancer. Finally, since I have always enjoyed immensely my teaching, and I would like to transform my lecture series into a text book because there is always so much more to learn. 
Quick guide
Aggregative multicellularity, where it occurs, is usually a temporally defi ned, transient stage of the life cycle of a unicellular organism. It has been reported in only a few eukaryotic taxa, such as Dictyostelium and other amoeboid organisms. This behaviour is also found in some animal cells, such as mesenchymal and germ-cell lines, during development.
In the case of Capsaspora, aggregative behaviour represents one of the three stages of its life cycle. Capsaspora's growth stage begins with individual amoebas that produce fi lopodia. The growth stage can be followed by either a cystic stage without cell protrusions, or by an aggregative stage, in which amoebas gather together and form a multicellular structure embedded within an extracellular matrix that holds them together.
Can Capsaspora help elucidate the origins of animal multicellularity? Yes. Given that Capsaspora is a close unicellular relative of animals, comparisons of its morphological and genomic features with those of animals can provide insights into their shared common ancestor. This is why researchers have sequenced the full nuclear and mitochondrial genomes, as well as obtained the transcriptome, proteome, phosphoproteome and histone post-transcriptional modifi cations from its three life stages.
Additionally, Capsaspora has a rare and much sought-after characteristic that defi nes most successful model organisms: it grows easily and axenically in the lab. Given that there are no appropriate model organisms to address the emergence of multicellularity in animals, researchers are currently developing genetic tools in this taxon to make it available as an experimentally tractable organism.
What has Capsaspora revealed so far? Work on Capsaspora has shed light on the transition towards animal multicellularity by two different approaches. Whereas the presence of some mechanisms in Capsaspora indicates their presence in the common ancestor, the absence of others helps identify the animalspecifi c processes that triggered multicellularity.
From the ancestor's perspective, work on Capsaspora has revealed that the unicellular ancestor of animals was genetically much more complex than previously thought. Not only did this ancestor have many genes involved in cell adhesion and cell signaling, but it also had a complex and cell typespecifi c (post-)transcriptional and phosphosignalling-mediated regulation. For example, thanks to Capsapora we now know that the unicellular ancestor of animals already had integrins, protein tyrosine kinases, and a brachyury homolog (a transcription factor that in animals is involved in gastrulation).
From the animals' point of view, the presence of the aforementioned regulatory mechanisms in Capsaspora, combined with the absence of some animal-specifi c mechanisms, such as distal cis-regulation, is very revealing as well. It suggests that the transition to multicellularity mostly relied on the co-option (recycling) of existing regulatory mechanisms, rather than on a surge of new mechanisms to regulate multicellularity, an insight that brings researchers closer to fi nding the mechanisms that triggered multicellularity in animals.
Does Capsaspora have any additional relevance besides the evolutionary one? Yes. Capsaspora may be linked to schistosomiasis, a disease that affects millions of people in developing countries. Capsaspora's host, the snail Biomphalaria glabrata, is also the intermediate host of the digenean platyhelminth Schistosoma mansoni, the causative agent of schistosomiasis in humans.
Interestingly, it has been suggested that Capsaspora is able to attack and eat S. mansoni sporocysts. Therefore, Capsaspora may someday be used in disease-control strategies, even though the specifi c interaction of Capsaspora with the snail and with S. mansoni remains unclear. Moreover, Capsaspora also exhibits high resistance to antibiotics and harsh mediums, suggesting potential medical applications.
Are there other Capsaspora species out there? We do not know. There should be, in principle, but molecular environmental surveys of marine and freshwater environments have failed to fi nd them. Either we are not looking where we should, or more efforts are needed. The whole Filasterea clade comprises only four known species: C. owczarzaki, Ministeria vibrans, a free-living marine amoeba that morphologically and genomically resembles Capsaspora, and two newly described fresh-water eukaryotic predators (Pigoraptor vietnamica and P. chileana).
Where can I fi nd out more?
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